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Oxford Nanopore Technologies (ONT) sequencing devices:

P2 Solo
GridlON

Mk1C

Flongle adapter

Agnostic read lengths (Short to Ultra long reads)

Direct DNA and RNA sequencing

Real time data analysis

Sample batching is not required

Multiple independently controlled sequencing positions

Advantages of long read sequencing:

Can sequence entire plasmids/genomes/chromosomes

Resolve repetitive/low complexity regions

Understand genome phasing

Entire transcripts for understanding splice variation and gene fusions

Advantages of direct DNA and RNA sequencing:

No introduction of PCR bias
Detect base modification data (e.g. methylation) for both DNA and RNA

Advantages of sequencing in real time:

Can stop run when sufficient data generated to preserve flow cells for greater
affordability
Adaptive sampling for targeted sequencing

Applications:

Epigenomics

Whole genome sequencing (plasmid/ viral/ bacterial/ microbiome/ plant/ animal/
human)

Targeted Sequencing (16S metagenomics)

Transcriptomics

Compatible with 10X Genomics for single cell transcriptomics
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